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Adipokines have been shown to regulate the survi iferati :
and function of normal hematopoietic and leukemio oge” Hroh <T24O%: differentiation
adiponectin in particular, have come to be recognized for their inﬂu:n;;e»o(l;lln ;;Lge%t'ml o
T biology.
In leukemia it was shown that adiponectin levels were signj
L e signifi i
AML {md ALL patients as compared to healthy controls, The Adig;;n:ancti:y&:iiri;nf: otl;
in a high concentration in the. blooq, accounting for approximately 0.01-0.05% of tg?al
serum protein. I:‘our don:xa.ms 'lncludlng a total of 247 amino acids make ui) adiponectin
including an amino-terminal signal sequence, a vari -

: . able region, a collagenous domai d
a carboxyterminal globl.llar domain (called “globular adiponectin”). Adiponectin isa::,e:er:lt
in serum and plasma in several of these higher order forms including as a trimer, a

hexamer (whicﬁ consists of two trimers bonded in a head-to-head manner via disulphide
bond) and as higher-order structures called high molecular weight (HMW) adiponectin.
The human adiponectin gene, known as ADIPOQ, has been identified and is located

on chromosome 3q27. ADIPOQ is approximately 17,000 base pairs in length and consists
of three exons and two introns.

Two adiponectin receptors have been identified to date, AdipoR1 and
AdipoR2.These receptors are found in the cell membrane and are located throughout the
body in liver, muscle, and adipose tissue although AdipoR1 is found predominantly in
muscle cells while AdipoR2 is primarily found in the liver.

SNPs are changeable sites within a genome, occurring once every 1000-2000
nucleotides, where the rarer nucleotide is present at a frequency of greater tha_n one percent
in a population. These genetic variations alter protein structure and function when the
nucleotide base substitution occurs in a gene’s coding region.

There are three primary regions of the ADIPOQ gene that contain genetl;: vane:\ln'ts
associated with plasma adiponectin levels and other diseases. Those regions are ocats NPu;
the 5’ sequence, the exon 2 and intron 2 region, and exon 3. Among the r}lany Ll
identified in the ADIPOQ gene, the focus of many studies hgs beesn’ on c::; ofthé
1517300539 (-11391G > A) and rs266729 (-11377C > G) located in t2h7e6 X zro;;a ot of o
gene, 152241766 (+45T > G) located in exon 2, and rs1501299 ( |
Intron 2 of ADIPOQ.
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Aim of our study:

>presrk1t work was styding Single Nucleotide Po]

i the ) .
§0,.hs fun of gyptian Patients with Leukemias.

YMorphig
of Adiponectin Gene in E NG

. . . ed 20 healthy volunteers clinj
: dy included: Groupl: Involv cally free
I:lel:s: tElclonytrols group), their mean age was 33.25 years and were chosen l’andonﬂf;°m any

Group2: Involved 80 newly diagnosed as leukemia patients,

: ed age as the patients "

Controls in group I were of matqh ge a £Oup recryjy
Hematology department, MR, Alexandria University and hematology unit, Flai?uﬁom
Medicine, Alexandria University. An informed consent was taken from a]] con ty of

this study. tributorg in
Results of the study revealed that:

o There was statistically significant difference between patients and contro]

i S regardi
weight and BMI (P = 0.031, 0.001 )respectively garding

o Statistical significant difference was found between patients and controls regarding
to hemoglobin, platelets and white blood cells, (P= 0.002, 0.0001, 0.0001)

respectively.

e A stafistical significant difference between patients and controls regarding Fasting
blood sugar level (P=0.001).

e A statistical significant difference between patients and controls regarding Uric. acig
(P=0.000).

* A statistically significant difference was found between the two studied groups
regarding albumin (P= 0.000).

e There was a statistical significant difference was found between the two studied
groups regarding TG, HDL-C, TC/HDL ratio and LDL/HDL ratio (P= 0.024, 0.000,
0.000, 0.002 )respectively

¢ The frequency (prevalence) of T allele is more frequent in healthy person compared
to leukemic patients, while G allele is more frequent in Leukemia patients than in
healthy persons (P< 0.005). Our result is consistent with major studies which
documented that T allele is more frequent in healthy person while G allele is more
frequent in metabolic disorders and diseases compared to healthy person.

* T-allele frequency was significantly lower (77.5%) in patients compared to 92'5.% in
controls individuals. On the other hand, G —allele frequency was significantly higher
(22.5%) in patients compared to 7.5% in controls.

* The G allele frequency at the 45TG polymorphism was associated with a higher risk

of leukemia [Odds ratio (OR) =4.02 and Risk Ratio (RR) = 3.68 at 95% confiden®
interval (CI), P=0.032%].
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, On the other hand a significant differances
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Conclusions:

resent data revealed an association between adiponectin 4
orphism and risk of

o ThePr ikemia in Egyptian population,

developing
. Reganding leukemia subtypes the mutant genotypes (TG+GG) was most frequent

paﬁents.
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